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SUBJECT INDEX TO VOLUME 18 (1983) 

Acetylcholinester 
Black-film bilayer; Membrane current; Ion channel: 
Lipid order transition; Proton-induced permeability 
(Kaufman”. K.) 

Action potential 
Excitable cell; Membrane potential; Gating mecha- 
nism; Barrier kinetics; Oscillation (Lee. Y.S.) 

Activation volume 
Pressure effect; Cyanide binding; Chloroperoxidase; 
Hammond postulate: (Cddariomyces /urnago) 

(Lamb&r. A.-M.) 
Active site charge 

Cytochrome c; Dipole moment; Electron transfer: 
Electrostatics (Koppenol. W-H.) 

Active site model 
Proton transfer; Reaction field effect: Polnrizability: 
Dielectric effect (Thole. B.T.) 

Affinity chromatography 
Macromolecular kinetic constant; High-performance 
liquid chromatography (Endo. S.) 

Allostery 
Hemocyanin: Thermodynamics: Kinetics (Antonini. 
E.) 

Amphipolar membrane 
Membrane formation; Statistical properties; Bilayer 
membrane; Chain segment distribution; Self-assem- 
bling structure (Leermakers. F.A.M.) 

Afrolipoprotein B 
Deoxycholate (Oeswein, J.Q.) 

Asymmetry 
Immobilized enzyme; pH effect; pH dependence 
(Vincent. J.-C.) 

Bacteriorhodopsin 
Tryptophan fluorescence: Denaturation (Permyakov. 
E.A.) 
Displacement current; Orientation: Proton pump; 
Membrane transport (Keszthelyi, L.) 

Barrier kinetics 
Excitable cell; Membrane potential; Action poten- 
tial; Gating mechanism; Oscillation (Lee. Y.S.) 

Bilayer membrane 
Membrane formation; Statistical properties; Amphi- 
polar membrane; Chain segment distribution: Self- 
assembling structure (Leermakers. F.A.M.) 

Binary mixture 
Phospholipid bilayer; Landau theory; Quasichemical 
approximation; Excess free energy (Sugar. I.P.) 
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Binding polynomial 
Protein-ligand binding; Cooperativity; Cooperativity 
measurement: Hill coefficient: Binding-polynomial 
root (Briggs. W-E.) 67 

Binding-Polynomial root 
Protein-ligand binding; Cooperativity; Cooperativity 
measurement: Binding polynomial; Hill coefficient 
(Briggs, W.E.) 67 

Black-film bilayer 
Membrane current; Ion channel: Lipid order transi- 
tion: Proton-induced permeability; Acetylcholines- 
terzc (Kaufmann. K.) 89 

Black lipid membrane 
Linear stability analysis; Steric repulsion (Galla 

D.) 165 
Bovine serum albumin 

Diffusion; Intrinsic viscosity; Oligomeric structure: 
Neurophysin: Phycocyanin (Lbpez Martinez MC.) 269 

Broad-zone active-enzyme chromatography 
Pyruvate dehydrogenase: a-Ketoglutarate dehydro- 
genase (Davis. L.C.) 241 

Ca’+ blocking 
Gramicidin channel; Ca’+-gramicidin interaction: 
Single channel (H&z, F.) 

Caa+-gramicidin interaction 
Gramicidin channel: Ca’+ blocking: Single channel 
(Heitz F.) 

Chain segment distribution 
Membrane formation: Statistical properties: Amphi- 
polar membrane; Bilayer membrane; Self-assem- 
bling structure (Leermakers. F.A.M.) 

Chloroperoxidase 
Pressure effect: Cyanide binding: Activation volume: 
Hammond postulate: (Cukfurion~_vces /unmgo) 

(Lambeir, A.-M.) 
Circular dichroism 

/UC repressor; DNA: Differential absorption: Site 
size analysis (Charlier. M.) 
Ribonuclease A (Almog, R.) 

Cwperativity 
Protein-ligand binding; Cooperativity measurement: 
Binding polynomial: Hill coefficient; Binding-poly- 
nomial root (Briggs. W.E.) 
Protein modification reaction; Exponential-summa- 
tion equation (Rakitzis. E.T.) 
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Coopcrativity measurcmcnt 
Protein-Iigand binding; Cooperativity; Binding poly- 
nomial: Hill cocfficicnt: Binding-polynomial root 
(Briggs. W.E.) 

Countcrion interaction 
Polyeleccro’:~tc: Dielectric rcsponsc (Wcsenberg. 

G.E.) 
Coupling degree 

Linear energy converter: Flux response coefficient: 
Force ratio: Parameter isontorphism (Stucki. J.W.) 

Cc8rntume effzc: 
Ligand binding: Thermodynamic nonideality (Ford. 
C.L.) 

Criterion equation 
Critical sphcrica! shell: Sink model: Enzymc-sub- 

straw fasl reaction system (Zhou. G.) 
Critical rphericzl shell 

Criterion equation; Sink model; Enzyme-suhstratr 

fast rcacrion system (Zhou. G.) 
Crystallin 

Protein inccraction; Self-association: Frontal exclu- 
sion chromnlography: Sedimentation velocity: 
(Bovine lens) (Siezcn R.J ) . , 

Cyanide binding 
Prcssurc cffcct; Chloroperoxidasc; Activation 

volume: Hrtmmond poslulatc: (Cal;l~rio~n~ccs 
/ctnrrrgo) (Lambcir A.-M.) 

Cytoehrnme c 
Dipole moment: Electron transfer: Active site 
charge; Electrostatics (Koppcnol. W.H.) 
Electron transfer: Oxidation-reduction: Dielectric 
constant; Ionic strength; Multisrcp mechanism 
(FragJta. M.) 

Denaturatiun 
Tryprophnn fluorrsccnce; Bactcriorhodopsin (Per- 
myakw. E-A.) 

Dco\~cholate 
Apolipoprotein B (Oeswein. J.Q.) 

Dielectric constant 
Cytochrome c: Electron transfer; Oxidation-reduc- 
tion; Ionic strength: Muttistcp mechanism (Fragata, 
M.) 

Dielectric effcrt 
Prolon transfer: Reaction field effect: Polarizability: 
Active site model (Thole. B.T.) 

Dielectric response 

Polyricctrolyte; Counterion interaction (Wescnberg, 
G.E.) 

Differcn;ial absorpfiom 
/cc repressor: DNA: Circular dichroism: Site size 
analysis (Charlier M.) 

Diffusion 

Intrinsic viscosity; Oligomeric structure: Neuro- 
physin; Hemoglobin; Bovine strum albumin: 
Phycocyanin (L6pez Martinez. M.C.) 

67 

3x1 

111 

1 

125 

125 

181 

195 

203 

Ml 

145 

35 

207 

53 

381 

303 

269 

Diphosphoglycerate 
PK.: Proton binding: Free energy (Hobish, M.K.) 

Dipole moment 
Cytochromc c: Electra.) transfer: Active site charge: 
Electrostatics (Koppenol. W.H.) 

Displacement current 
Bacteriorhodopsin; Orientation: Proton pump: 
Mcmbranc transport (Keszthclyi. I..) 

Dissipation 
Themodynamics; Pyruvatc kinase; Free cncrgy 

( Markos. M.) 
DNA 

Thermal denaturation: G + C content (Vardapetjan. 

R.R.) 
/UC rcprcssor: Circular dichroism: Differential ab- 
sorption: Site size analysis (Charlier, M.) 

/UC repressor: Neutron scattering (Charlier. M.) 
DNA binding 

Intermediate prommine; Reconstitution: Structural 
heterogeneity (Au&. J.) 

DNA fluorescence 
Fluorescence lifetime: Excimcr fluorescence; 
Poly(dA-T) fluorescencr (Bnllini. J.P.) 

Efftciency 
Optimization; Linearity; Nonlinrarity; Feedback 
regulation: Evolutionary drive (Stucki, J.W.) 

Electron transfer 
Cytochrome c: Dipole moment: Active site charge; 
Electrostatics (Koppenol. W.H.) 

Cytocbrome c: Oxidation-reduc1ion: Dielectric con- 
stant; Ionic strength; Multistep mechanism (Fragatn. 

W 
Electrostatic interaction 

Hydrophobicity (Bishop. W.H.) 
Electrostatics 

Cytochromc c: Dipole moment; Electron transfer: 
Active site charge (Koppenol. W.H.) 

Enzyme aggregation 
Light scattering: Phosphorylase h (Mutioz. F.) 

Enzyme-substrate fast reaction system 
Critical spherical shell: Criterion equation: Sink 
model (Zhou. G.) 

Ethenoadenosinz 
Fluorescent dinucleotide; Nanosecond pulse fluo- 

rometry: Fluorescence lifetime (Kubota. Y.) 
Fluorescent poIynucIeotide: Nanosecond pulse fluo- 
romerry: Fluorescence lifetime (Kubota. Y.) 

Evolutionary drive 
Efficiency; Optimization; Linearity; Xonlineari1y: 
Feedback regulation (Slucki. J.W.) 

Excess freeenergy 

Phospholipid bilayer; Landau theory; Binary mix- 
ture: Quasichemical approximation (Suggr. I.P.) 

Escimer fluorescence 
DNA fluorescmce; Fluorescence lifetime: Poly(dA- 

T) fluorescence (Ball%. J-P.) 
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Excifability Hemoglobin 
Nonlinear dynamical sysccm: Oscillation: Multista- 
hility: Phase locking: Synchronization; Phase resct- 
ting CUNC (Dulos. E.) 211 

Excitable cefi 
Mcmbmnc pottnriat; Action potential: Gating 
mechnnism: Barrier kinetics: Oscillation (Lee. Y.S.) 25 

Exponcntisl-summation equation 
Protein modification reaction: Coopcrativity 
(Rnkitzis. E.T.) 133 

Thcrmodynumic nonideality: Partilion coefficicnl: 
Size exclusion chromrnography (Minton. AI’_) 
Diffusion: Intrinsic viscosity: Oligomeric hlruc!ure: 
Neurophysin: Bovine serum albumin: Phycocyanin 
(Lopez Martinez. M.C.) 

High-perfotmnnce liquid chromutopruphy 
Mncromolcculnr kinetic constnnt: Affiniiy chro- 
matography (Endo. S.) 

Hill coefficient 
Protein-Iigttnd binding; Cnopcrtttivity; Conpcrrttivity 
meusurcm~nt: Binding polynomial: Binding-pofy- 
nomial root (Briggs. W.E,) 

Hydrophobicity 
EBicicncy: Oprimiztuion: Linearity, Nonlinearity: 
Evolutionary drive (Stucki, J.W.) 

Fluorescence lifetime 
DNA fluoresccncc; Excimcr fluorescence; Poly(dA- 
T) fluorescence (Ballini, J.P.) 
Fluorescent dinuclcotide: Ethcnoadcnosinc: 
Nanosecond pufse fluoromrtry (Kubota. Y.) 
Fluorescent polynucleotide: Ethcnoadcnosine: 
Nanosecond pulse Iluorometry (Kubota. Y.) 

Fluorescent dinucleotide 
Ethcnoadenosine: Nanosecond pulse fluoromctry: 
Fluorcsccnce lifetime (Kubota. Y.) 

Ftuoresccnt polynucleotide 
Ethenoadenosine; Nanosecond pulse fluorometry: 
FIuorcscencc Iifctimc (Kubota, Y.) 

Flux respanse coefficient 
Linear energy converter: Coupiing degree; Force 
ratio: Parameter isomorphism (Stucki. J.W.) 

Force ratio 
Linear energy converter; Flux response coefficient; 
Coupling degree: Parameter isomorphism (Stucki. 
J.W.) 

Free energy 
Thermodynamics; Pyruvatc kinasc; Dissipation 
(Markus, M.) 
pK,: Diphosphoglyceretc: Proton binding (Hobish. 
M.K.) 

Frontal exclusion chromatogmphy 
Crystallin; Protein interaction; Self-association: 
Sedimentation velocity; (Bovine lens) (Siezen. R.,‘.) 
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Gatiflg mechani5m 
Excitable ceI1: Membrane potential: Action poren- 
tIa1; Barrier kinetics: Oscillation (Lee. Y.S.) 

G + C conPent 
25 

Thermal denaturation: DNA (Vardapetjan. R.R.) 11 
Gramicidin channel 

Gas+ bjocking; Ca” -gramicidin interaction: Single 
channel (H&z. F.) 153 

Hammond posrulate 
Pressure effect; Cyanide binding; Chloroperoxidase: 
Activation volume; (Col&rionrJ%?s fumogo ) 
(Lambeir A.-M.) 195 

Hemoeyanin 
Thermodynamics: Kinetics: Aliostery (Antonini. E.) 117 

Electrostntic inlcracfion !Sishop. W.H.) 

lmmobifizcd cnzymc 
pH effect: pH dependence: Asymmetry (Vincent. 
J.-C.) 

lntermedintc protomine 
DNA binding: Rcconstitutjon: Struclurrtl hetero- 
geneity (Ausio. 3.1 

intrinsic viscosity 
Diffusion: Oligomcric structure: Neurophysin: He- 
moglobin; Bovine swum nlhumin: Phycocyttnin 
(LBpc? Martinez, M.C.) 

ion binding 
Raman spectroscopy; PoIy(acryIic acid) (Koda, S.) 

Ion channel 
Bfack-film bilnyer: Membrane current: Lipid order 
transition: Proton-induced permeability: Acetylcho- 
Iinesterasc (Knufmann. K.) 

Ken diffusion 
Moleculiu dynamics simulation; Trsnsmembrane 
channel; lon specificity (Fischer. W.) 

ion specificity 
Ion diffusion; Molccufar dynamic: simuIaIion; 
Transmembrane channel (Fischer. W.) 

Ionic strength 
Cytochromc c; Electron transfer; Oxidation-reduc- 
tion: Dielectric constant: Multistep mechanism 
(Fragata, M.) 

a-Ketoghttar~te dehydrogenase 
Light scattering; Nonideal self-association (Crtmey. 
CL.) 
Pyruvate drhydrogenase: Broad-zone active-enzyme 
chromatography (Davis. L.C.) 

Kinetics 
Hemocyanin; Thermodynamics: Allostery (Antonini, 
E.) 

Korrubin’s Theor.un 
Steady-sretc approximation: Singular pertorba!ion 
system; Simpfifying principles: Tihonov’s Theorems 
(Klonowski, VI’.) 

hc repressor 
DNA; Circular dichroism: Differential absorption: 
Site size analysis (Charher, M.) 
DNA: Neutron scattering (Charher, M.) 
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Landau theoF Neurophysin 
Phospholipid bilqer: Binary mixture: Quasichemi- 
cal approximation; Excess free energy (Sugj.r. I.P.) 

Lignnd binding 
281 

Thermodynamic nonideatity: Covolume effect (Ford. 
C.L.) 

Light srattering 

Diffusion: Intrinsic viscosity: Oligomeric structure: 
Hemoglobin; Bovine serum albumin: Phycocyanin 
(Lbpez Martinez MC.) 

Neutron scattering 
1 

n-Ketoglurarate dehydrogmase: Nonideal self-ns- 
so&lion (Craney. C-L.) 
Phosphorylase h: Enzyme aggregation (Muiior F.) 

Linear eneru converter 
Flux response coefficient: Coupling degree: Force 
ratio: Parameter isomorphism (Stucki. J-W.) 

Linear stability zmaI>sis 
Black lipid memhranr: Steric repulsion (GaIItz D.) 

Lincarit?; 

15 
249 

/UC repressor: DNA (Charlier, M.) 
Nonideal self-association 

Light scattering; a-Ketoglutarate dehydrogennse 
(Craney. CL.) 

111 

NoniinsrJ dynamicnl system 
Oscillation; Excitability: Multistability; Phase Iock- 
ing: Synchronizz!ion: Phase resetting curve (Duios. 

E-) 
Nonlineari& 

165 Efficiency; Optimization: Linearity: Feedback regu- 
lation; Evolutionary drive (Stucki. J-W.) 

Efficiency: Optimization: Nonlinenrity: Fecdhack 
regula.tion: Evolutionary drive (Stucki. J.W.) 

Lipid order transition 
101 

Oligomeric struchxe 

Black-film hilayer: Membrane current: Ion channel: 
Proton-induced pcrmenhility; Acetylcholinestemsr 
(Kaufmann. K.) 89 

Diffusion: Intrinsic viscosity: Neurophysin: Hemo- 
globin: Bovine serum albumin: Phycocynnin (L6pez 
Mnrrimz. M.C.) 

Optimization 

Macromolecular kinetic constnnt 
Affinity chromatography: High-performance liquid 
chromatography (Endo. S.) 

Membrmwz current 

Efficiency; Linearity; Nonlinearity; Feedback regu- 
Iation; Evolutionary drive (Stucki. J.W.) 

Orient&on 

291 

Black-film bilayer: Ion channel: Lipid order trnnsi- 
tion: Proton-induced permruhility: Acetylcholines- 
terase (Kaufman”. K.) 

Membrane formation 

Bacteriorhodopsin: Displacement current; Proton 
pump: Membrane transport (Keszthelyi. L.) 

Oscilfntion 

89 

Slatistical propel ties: Amphipolar membrane: Bi- 
layer membrane: Chain segment distribution: Self- 
assembling strucure (Leermakers. F.A.M.) 

Membrane potential 

Excitable cell: Membrane potential: Action poten- 
tial: Gating mechanism: Barrier kinetics (Lee. Y.S.) 
Nonlinear dynamical system: Excitability: Multista- 
bility: Phase locking: Synchronitition: Phase reset- 
ting curve (Dulos. E.) 

OxidaTion-reduction 

Excitable cell: Action potential: Gating mechanism: 
Barrier kinetics: Oscillation (Lee. Y.S.) 

Membrane transport 

Cytochrome c: Elcctro? transfer; Dielectric con- 
stant: Ionic strength: Multistep mechanism (Fragatn. 
M.) 

Bxtcriorhodopsin: Displacement current: Orienta- 
tion: Proton pump (Kcszthelyi. L.) 

Molecular dynamics simulation 
Ion diffusion; Transmrmbrane channel: Ion sprcific- 
it); (Fischer. W.) 

Multistability 

353 
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Parameter isomorphism 
Linear energy converter: Flux response coefficient: 
Coupting degree: Force ratio (Stucki. J-W.) 

Partition coefficient 

Nonlinenr dynamicn! : \~stem: Oscillation: Excitabil- 

ity: Phase locking: Synchronization: Phase resetting 
curve (Dulos. E.) 

IMuItistep mechanism 
211 

Thermodynamic nonideality; Hemoglobin: Size ex- 
clusion chromatography (Minron. A-P.) 

pH dependence 
immobilized enzyme; pH effect: Asymmetry 
(Vincent. J.-C.) 

pH effect 

Cytochrome c: Electron transfer: Oxidation-rrduc- 
[ion: Dielectric constant: Ionic strength (Fragata. 
hl.) 

Immobilized enzyme; pH dependence: Asymmetry 
(Vincent. J.-C.) 

Phase locking 
207 Nonlinear dynamical system: Oscillation: Excitabil- 

ity: Multistability: Synchrcnization; Phase resetting 
curve (Dulos. E.) 

Phasz resetting curve 
Nanosecond pulse fluorometc- 

Fluorescent dinucleotide: EthenoxImosinr: Fluores- 
cence lifetime (Kubota. Y.) 
FIuoresccnt polynucleotide: Ethenoadenosine; Fluo- 
rescence lifetime (Kubota. Y.) 
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Nonlinear dynamical system; Oscillation: Excitabil- 
ity: Multistability: Phase locking; Synchronization 
(Duios. E.) 211 
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Phospholipid hilayer 
Landau theory; Binary mixture; Quasichemical op- 
proximation; Excess free energy (Sugti. I.P.) 

Phosphor?;Iase b 
Light scattering: Enzyme aggregation (Muiicc F.) 

Phycocyanin 
Diffusion: Intrinsic viscosity: Oligomeric structure: 
Neurophysin: Hemoglobin; Bovine serum albumin 
(L6pez Martinez. MC) 

PK, 
Diphosphoglycerate; Proton binding; Free energy 
(Hobish. M.K.) 

Polarfzability 
Proton transfer: Reaction field effect: Dielectric ef- 
fect; Active site model (Thole. B.T.) 

Poly(acrylic acid) 
Raman spectroscopy: Ion binding (Xoda. S.) 

PoIy(dA-I-) fluorescence 
DNA fIuorescence; Fluorescence lifetime; Excimer 
fluorexence (Balhni. J.P.) 

PoIyeIectroI~te 
Dielectric response; Counterion interaction (We- 
senberg. GE.) 

Pressure effect 
Cyanide binding: Chloroperoxidase: Activation 
volume; Hammond postulate; (CuI&rrionz_~ces 
fizmag~) (Lamb&. A.-M.) 

Protein interaction 
Crystallin: Self-association: Frontal exclusion chro- 
matography: Sedimentation velocity: (Bovine lens) 
(Siezen. R.J.) 

Protein-Iigand binding 
Cooperativity: Cooperativity measurement: Binding 
polynomial; Hill coefficient; Binding-polynomial 
root (Briggs. W-E.) 

Protein modification reaction 
Cooperativity; Exponential-summation equation 
(Rakitzis. E-T.) 

Proton binding 
pK,: Diphosphoglycemte: Free energy (Hobish. 
M-K.) 

Proton-induced permeability 
Black-film bilayer; Membrane current: Ion channel; 
Lipid order transition; Acetylcholinesterase (Kauf- 
mann, K.) 

Proton pump 
Bacteriorhodopsin: Displacement current: Orienta- 
tion: Membrane transport (Keszthelyi. L.) 

Proton transfer 
Reaction field effect; Polarizability; Dielectric ef- 
fect; Active site model (Thole. B.T.) 

firuvate dehydrogenase 
a-Ketoglutarate dehydrogenase; Broad-zone active- 
enzyme chromatography (Davis, L.C.) 

Pyrwate liinve 
Thermodynamics; Free energy: Dissipation (Markus. 

M.) 
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Quasichemical approximation 
Phospholipid bilayer; Landau theory: Binary mix- 
ture: Excess free energy (Sugti. I.P.) 

Raman spectroscopy 
PoIy(acryIic acid): Ion binding (Koda. S.) 

Reaction field effect 
Proton transfer: PoI;ri:abiiity: Dielectric effect; Ac- 
tive site model (Thole. B.T.) 

Reconstitution 
Intermediate potamine; DNA binding: Structural 
heterogeneity (AusiB. J.) 

Ribonuclease A 
Circular dichroism (Almog. R.) 

Sedimentation velocity 
CrystzXnr Protein interaction: Self-association; 
Frontal exclusion chromatography: (Bovine lens) 
(S&en. R.J.) 

Self-assembling shwcture 
Membrane formation; Statistical properties: Amphi- 
polar membrane; Bilayer membrane: Chain segment 
distribution (Leermakers. F-A-M.1 

Self-association 
Crys:aIIin: Protein interaction: Frontal exclusion 
chromatography; Sedimentation velocity; (Bovine 
lens) (Siezen. R-J.) 

Simplifying principles 
Steady-state approximation: Singular perturbation 
system: Tihonov’s Theorems: Korzuhin’s Theorem 
(Klonowski. W.) 

Single channel 
Gramicidin channel; Ca” blocking; Ca”-gramici- 
din interhction (Heitz. F.) 

Singular perhtrbatian system 
Steady-state approximation; Simplifying principles: 
Tihonov’s Theorems: Korzuhin’s Theorem (Klonow- 
ski, W.) 

Sink model 
Critical spherical shell: Criterion equation; Enzyme- 
substrate fast reaction system (Zhou. G.) 

Site size amdysis 
fuc repressor; DNA; Circular dichroism: Differential 
absorption (Chariier. M.) 

Size evlusion chromatography 
Thermodynamic nonideality: Partition coefficient: 
Hemoglobin (Minton, A.P.) 

Statistical properties 
Membramz formation; Amphipolar membrane; 
Bilayer membrane: Chain segment distribution; 
Self-assembling structure (Leermakers. F.A.M.) 

Steady-state approximation 
Singular perturbation system; Simplifying princi- 
ples; Tihonov’s Theorems: Korzuhin’s Theorem 
(Klonowski. W.) 

Steric repulsion 
Black lipid membrane: Linear stability analysis (GaI- 
lez. D.) 

281 

361 

53 

2.57 

391 

181 

353 

I81 

73 

153 

73 

125 

303 

139 

353 

73 

165 



422 

Structural heterogeneity 
Intermediate protamine; DNA binding: Reconstitu- 
tion (Ausi6, J.) 

Synchronization 
Nonlinear dynamical system; Oscillation; Excitabil- 
ity; Multistability; Phase locking; Phase resetting 
curve (Dulos, E.) 

Thermal denaturation 
G + C content: DNA (Vardapetjan, R-R.) 

Thermodynamic nonideality 
Ligand binding: Covolume effect (Ford. CL.) 
Partition coefficient; Hemoglobin; Size exclusion 
chromatography (Minton, A.P.) 

257 

211 

11 
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139 

Thermodynamics 

Hemocyanin; Kinetics; Allostery (Antonini. E) 117 
Pyruvate kinase; Free energy; Dissipation (Markus, 

M.) 349 

Tihonov’s Theorems 
Steady-state approximation; Singular perturbation 
system: Simplifying principles; Konuhin’s Theorem 
(Klonowski, W.) 73 

Transmembrane channel 
Ion diffusion: Molecular dynamics simulation: Ion 
specificity (Fischer, W.) 323 

Tqptophan fluorescence 
Denaturation: Bacteriorhodopsin (Perrnyakov. E-A.) 145 


