SUBJECT INDEX TO VOLUME 18 (1983)

Acetylciiolinesterase
Black-film bilayer; Membrane current; Ion channel:
Lipid order transition; Proton-induced permeability
(Kaufmann, K.)

Action potential
Excitable cell; Membrane potential; Gating mecha-
nism; Barrier kinetics; Oscillation (Lee, Y.S.)

Activation volume
Pressure effect; Cyanide binding; Chloroperoxidase;
Hammond postulate; (Caldariomyces fumago)
(Lambeir, A.-M.)

Active site charge
Cytochrome c¢; Dipole moment; Electron transfer;
Electrostatics (Koppenol, W.H.)

Active site model
Proton transfer; Reaction field effect; Polarizability:
Dielectric effect (Thole, B.T.)

Affinity chromatography
Macromolecular kinetic constant; High-performance
liquid chromatography (Endo, S.)

Allostery
Hemocyanin: Thermodynamics; Kinetics (Antonini.
E)

Amphipolar membrane
Membrane formation; Statistical properties; Bilayer
membrane; Chain segment distribution; Self-assem-
bling structure (Leermakers, F.A.M.)

Apolipoprotein B
Deoxycholate (Oeswein, J.Q.)

Asymmetry
Immobilized enzyme; pH effect: pH dependence
(Vincent, J.-C.)

Bacteriorhodopsin
Tryptophan fluorescence; Denaturation (Permyakov,
E.A)
Displacement current; Orientation: Proton pump;
Membrane transport (Keszthelyi, L.)
Barrier kinetics
Excitable cell; Membrane potential; Action poten-
tial; Gating mechanism; Oscillation (Lee. Y.S.)
Bilayer membrane
Membrane formation; Statistical properties; Amphi-
polar membrane; Chain segment distribution; Self-
assembling structure (Leermakers, F.A.M.)
Binary mixture
Phospholipid bilayer; Landau theory; Quasichemical
approximation; Excess free energy (Sugar, I.P.)
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Binding polynomial .
Protein-ligand binding; Cooperativity; Cooperativity
measurement; Hill coefficient: Binding-polynomial
root (Briggs, W.E.)

Binding-polynomial root .
Protein-ligand binding; Cooperativity; Cooperativity
measurement: Binding polynomial; Hill coefficient
(Briggs, W.E.)

Black-film bilayer
Membrane current; Ion channel; Lipid order transi-
tion: Proton-induced permeability; Acetylcholines-
terasc (Kaufmann, K.)

Black lipid membrane
Linear stability analysis; Steric repulsion (Gallez,
D)

Bovine serum albumin
Diffusion; Intrinsic viscosity; Oligomeric structure:
Neurophysin: Phycocyanin (Lopez Martinez, M..C.)

Broad-zone active-enzyme chromatography
Pyruvate dehydrogenase; a-Ketoglutarate dehydro-
genase (Davis. L.C))

Ca?* blocking
Gramicidin channel; Ca®*-gramicidin interaction:
Single channel (Heitz, F.)

Ca?*.gramicidin interaction
Gramicidin channel; Ca®* blocking: Single channel
(Heitz, F.)

Chain segment distribution
Membrane formation; Statistical properties: Amphi-
polar membrane; Bilayer membrane; Self-assem-
bling structure (Leermakers, F.A.M.)

Chloroperoxidase
Pressure effect: Cyanide binding: Activation volume:
Hammond postulate: (Calduriomyces fumago)
(Lambeir, A.-M.)

Circular dichroism
lac repressor; DNA: Differential absorption: Site
size analysis (Charlier, M.)
Ribonuclease A (Almog, R.)

Cooperativity
Protein-ligand binding: Cooperativity measurement:
Binding polynomial; Hill coefficient; Binding-poly-
nomial root (Briggs. W.E.)
Protein modification reaction; Exponential-summa-
tion equation (Rakitzis, E.T.)
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Cooperativity measurement
Protein-ligand binding; Cooperativity; Binding poly-
nomial; Hill coefficient: Binding-polynomial root
(Briggs. W.E))

Counterion interaction
Polyelectro!;te:  Dielectric  response (Wesenberg.
G.E.)

Coupling degree
Linear energy converter: Flux response coefficient;
Force ratio: Parameter isomorphism (Stucki, JW.)

Covolume effzct
Ligand binding: Thermodynamic nonideality (Ford,
C.L)

Criterion equation
Critical spherical shell: Sink model: Enzyme-sub-
strate fast reaction system (Zhou, G.)

Critical spherical shell
Criterion equation; Sink model; Enzyme-substrate
fast reaction system (Zhou, G.)

Crystallin
Protein interaction: Self-association; Frontal exclu-
sion chromatography: Sedimentation velocity:
(Bovine fens) (Giezen, R.J)

Cyanide binding
Pressure  effect;  Chloroperoxidase;
volume: Hammond postulate:
Sumago) (Lambeir A.-M.)

Cytochrome ¢
Dipole moment; Electron transfer: Active site
charge: Electrostatics (Koppenol, W_H.)
Electron transfer: Oxidation-reduction: Dielectric
constant:  JTonic strength; Multistep mechanism
(Fragata, M.)

Activation
(Caldariomyces

Denaturation
Tryptophan fluorescence; Bacteriorhodopsin (Per-
myako~, E.A)

Deovycholate
Apolipoprotein B (Oeswein, 1.Q.)

Dielectric constant
Cytochrome ¢: Electron transfer; Oxidation-reduc-
tion; lonic strength: Muitistep mechanism (Fragata,
M)

Dielectric effect
Proton transfer: Reaction field effect: Polarizability:
Active site model (Thole. B.T.)

Diclectric response
Polyclectrolyte; Counterion interaction (Wesenberg,
G.E)

Differeniial absorptiom
lac repressor: DNA: Circular dichroism; Site size
analysis (Charlier M.)

Diffusion
Intrinsic viscosity; Oligomeric structure: Neuro-
physin; Hemoglobin; Bovine scrum albumin:
Phycocyanin (Lopez Martinez, M.C.)
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Diphosphoglycerate
pK,: Proton binding;: Free energy (Hobish, M.K.)
Dipole moment
Cytochrome ¢: Electroa transfer: Active site charge;
Elcctrostatics (Koppenol, W.H.)
Displacement current
Bacteriorhodopsin;  Orientation:
Membrane transport (Keszthelyi, L..)
Dissipation
Themodynamics;
(Markus, M)
DNA
Thermal denaturation: G + C conterit (Vardapetjan,
R.R.)
lac repressor: Circular dichroism; Differential ab-
sorption; Site size analysis (Charlier, M.)
lac repressor: Neutron scattering (Charlier. M)
DNA binding
Intermediate protamine; Reconstitution: Structural
heterogeneity (Ausio, J.)
DNA fluorescence
Fluorescence lifetime: Excimer
Poly(dA-T) fluorescence (Ballini. J.P.)

Proton pump:

Pyruvate kinase; Free cnergy

fluorescence;

Efficiency
Optimization; Linecarity; Nonlinearity; Feedback
regulation; Evolutionary drive (Stucki, J.W.)
Electron transfer
Cytochrome ¢; Dipole moment; Active site charge:
Electrostatics (Koppenol. W.H.)
Cytochrome c¢: Oxidation-reduction: Dielectsic con-
stant; Tonic strength; Multistep mechanism (Fragata,
M.)
Electrostatic interaction
Hydrophobicity (Bishop. W.H.)
Electrostatics
Cytochrome c¢; Dipole moment; Electron transfer:
Active site charge (Koppenol. W.H.)
Enzyme aggregation
Light scattering: Phosphorylase b (Muiioz, F.)
Enzyme-substrate fast reaction system
Critical spherical shell: Criterion equation: Sink
model (Zhou, G.)
Ethenoadenosiae
Fluorescent dinucleotide; Nanosecond pulse fluo-
sometry: Fluorescence lifetime (Kubota. Y.)
Fluorescent polynucleotide; Nanosecond pulse fluo-
rometry; Fluorescence lifetime (Xubota. Y.)
Evolutionary drive
Efficiency; Optimization; Linearity; iNonlinearity:
Feedback regulation (Stucki, J.W.)
Excess free energy
Phospholipid bilayer; Landau theory; Binary mix-
ture: Quasichemical approximation (Sugar. I.P.)
Excil fluor e
DNA fluorescence; Fluorescence lifetime; Poly(dA-
T) fluorescence (Ballini. J.P.)
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Excitability
Nonlinear dynamical system: Oscillation; Multista-
bility: Phase locking: Synchronization: Phase reset-
ting curve {(Dulos, E.)

Excitable cell
Membrane potential; Action potential: Gating
mechanism: Barrier kinetics: Osciflation (Lee. Y.S.)

Exponential-summation equation
Protein modification reaction:
(Rakitzis. ET.)

Cooperativity

Feedback regulation
Efficiency: Optimization: Linearity. Nonlinearity:
Evolutionary drive (Stucki, J.W.)

Fiuorescence lifetime
DNA fluorescence; Excimer fluorescence; Poly(dA-
T) fluorescence (Ballini, J.P.)

Fluorescent dinucleotide; Ethenoadenosine:
Nanosccond pulse fluorometry (Kubota. Y.)
Fluorescent polynucleotide: Ethenoadenosine;

Nanosecond pulse fluorometry (Kubota. Y.}

Fluorescent dinucleotide
Ethenoadenosine; Nanosecond pulse fluorometry:
Fluorescence lifetime (Kubota, Y.)

Fluorescent polynucleotide
Ethenoadenosine; Nanosecond pulse fluorometry:
Fluorescence lifetime (Kubota, Y.)

Flux response ¢aefficient
Linear energy converter; Coupling degree; Force
ratio; Paramecter isomorphism (Stucki, J.W.)

Force ratio
Linear energy converter: Flux response coefficient;
Coupling degree; Parameter isomorphism (Stucki.
JW.)

Free energy
Thermodynamics;
(Markus, M.)
pK,: Diphosphoglycerate; Proton binding (Hobish,
M.K.)

Frontal exclusion chromatography
Crystallin:  Protein interaction; Self-association:
Sedimentation velocity; (Bovine lens) (Siezen, R.1)

Pyruvate kinase; Dissipation

Gating mechanism
Excitable cell: Membrane potential; Action poten-
tial; Barrier kinetics: Oscillation (Lee, Y.S.)
G + C content
Thermal denaturation; DNA (Vardapetjan, R.R.)
Gramicidin channel
Ca** blocking; Ca®*-gramicidin interaction; Single
channel (Heitz, F.)

Hammond postulate
Pressure effect; Cyanide binding; Chloroperoxidase;
Activation volume; (Caldariomyces fumago)
(Lambeir A.-M.)

Hemocyanin
Thermodynamics: Kinetics; Allostery (Antonini. E))
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Hemoglobin
Thermodynamic nonideality; Partition coefficient;
Size exclusion chromatography (Minton, A.P.)
Diffusion; Intrinsic viscosity: Oligomeric structure:
Neurophysin: Bovine serum albumin: Phycocyanin
{Lopez Martinez. M.C))

High-perfor e liquid chr yeraphy
Macromolecular kinetic constant; Affinity chro-
matography (Endo. S.)

Hill coefficient
Protein-ligand binding; Cooperativity: Cooperativity
measurement: Binding polynomial: Binding-poly-
nomial root {Briggs, W.E.}

Hydrophobicity
Electrostatic interaction # Sishop, W.H.)

Immobifized cnzyme
pH effect; pH dependence: Asymmetry (Vincent,
J.-C.)

Intermediate protamine
DNA binding: Reconstitution: Structural hetero-
geacity (Ausid, 1)

Intrinsic viscosity
Diffusion:; Oligomeric structure; Neurophysing He-
moglobin; Bovine scrum albumin; Phycocyanin
(Lopez Martinez, M.C.)

fon binding
Raman spectroscopy: Poly(acrylic ocid) (Koda, S.)

fon channel
Black-film bilayer: Membrane current: Lipid order
transition: Proton-induced permeability: Acetylcho-
linesterase (Kaufmann, K.)

fon diffusion
Molecular dynamics simulation; Transmembrane
channel; Jon specificity (Fischer, W.)

ion specificity
Ion diffusion; Molecular dynamic: simulation;
Transmembrane channel {Fischer, W)

Tor:ic strength
Cytochrome ¢; Electron transfer; Oxidation-reduc-
tion; Dielectric constant: Multistep mechanism
(Fragata, M.)

a-Ketoglutarate dehydrogenase
Light scattering: Nonideal self-association (Craney,
—.L)
Pyruvate dehydrogenase; Broad-zone active-enzyme
chromatography (Davis, L.C.)

Kinetics
Hemocyanin; Thermodynamics; Allostery (Antonini.
E)

Korzuhin’s Theoram
Steady-siate approximation: Singular perturbation
system: Simplifying principles; Tihonov's Theorems
{Klonowski, W.)

lac repressor
DNA; Circular dichroism; Differential absorption:
Site size analysis (Charlier, M.)
DNA; Neutron scattering (Charlier, M.)
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Landau theory
Phospholipid bilayer: Binary mixture: Quasichemi-
cal approximation; Excess free energy (Sugar. I.P.)
Ligand binding
Thermodynamic nonideality: Covolume effect (Ford.
C.L)
Light scattering
a-Ketoglutarate dehydrogenase: MNonideal self-as-
sociation (Craney. C.L.)
Phosphorylase : Enzyme aggregation (Muiioz. F.)
Linear energy converter
Flux response coefficient: Coupling degree: Force
ratio: Parameter isomorphism (Stucki. JJW.)
Linear stability analysis
Black lipid membrane: Steric repulsion (Gallez, D.)
Linearity
Efficiency: Optimization: Nonlinearity: Feedback
regulation; Evolutionary drive (Stucki, JW.)
Lipid order transition
Black-film bilayer: Membrane current: Ion channel:
Proton-induced permeability;  Acetylcholinesterase
(Kaufmann. K.)

Macromolecular kinetic constant
Affinity chromatography: High-performance liquid
chromatography (Endo. S.)

Membrane current
Black-film bilayer: Ion channel: Lipid order transi-
tion: Proton-induced permeability: Acetvicholines-
terase (Kaufmann, K.)

Membrane formation
Statistical propeities: Amphipolar membrane: Bi-
layer membrane: Chain segment distribution: Self-
assembling structure (Leermakers. F.AM.)

Membrane potential
Excitable cell: Action potenual: Gating mechanism:
Barrier kineties: Oscillation (Lee, Y.S))

Membrane transport
Bacteriorhodopsin: Displacement current: Orienta-
tion: Proton pump (Keszthelyi. L))

Molecular dynamics simulation
Ion diffusion: Transmembrane channel: Ion specific-
ity (Fischer. W.)

Multistability
Nonlinear dynamical system: Oscillation: Excitabil-
ity: Phase locking: Synchronization: Phase resetting
curve (Dulos, E.)

Multistep mechanism
Cytochrome c: Electron transfer: Oxidation-reduc-
tion: Dielectric constant: lonic strength (Fragata,
M)

Nanosecond pulse fluorometry
Fluorescent dinucleotide: Ethenoadenosine: Fluores-
cence lifetime (Kubota. Y.)
Fluorescent polynucleotide: Ethenoadenosine; Fluo-
rescence lifetime (Kubota, Y.)
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Neurophysin
Diffusion; Intrinsic viscosity: Oligomeric structure:
Hemoglobin; Bovine serum albumin; Phycocyanin
(Lopez Martinez. M.C.)

Neutron scattering
lac repressor: DNA (Charlier, M.)

Nonideal self-association
Light scattering; «-Ketoglutarate dehydrogenase
(Craney, C.L.)

Noniinear dynamical system
Oscillation:; Excitability; Multistability; Phase lock-
ing: Synchronization: Phase resetting curve (Dulos.
E)

Nonlinearity
Efficiency; Optimization: Linearity: Feedback regu-
lation; Evolutionary drive (Stucki. J.W.)

Oligomeric structure
Diffusion: Intrinsic viscosity: Neurophysin: Hemo-
globin: Bovine serum albumin: Phycocyanin (Lépez
Martinez, M.C.)

Optimization
Efficiency: Linearity; Nonlinearity: Feedback regu-
Jation: Evolutionary drive (Stucki, J.W.)

Orientation
Bacteriorhodopsin: Displacement current; Proton
pump: Membrane transport (Keszthelyi. L))

Oscillation
Excitable celi: Membrane potential: Action poten-
tial: Gating mechanism: Barrier kinetics (Lee, Y.S.)
Nonlinear dynamical system; Excitability: Multista-
bility: Phase locking: Synchronization: Phase reset-
ting curve (Dulos. E.)

Oxidation-reduction
Cytochrome c¢: Electron transfer; Dielectric con-
stant: Ionic strength: Multistep mechanism (Fragata.
M.)

Parameter isomorphism
Linear energy converter: Flux response coefficient:
Coupling degree: Force ratio (Stucki. J.W.)

Partition coefficient
Thermodynamic nonideality; Hemoglobin: Size ex-
clusion chromatography (Minton, A.P.)

pH dependence
Immobilized
{(Vincent, J.-C.)

pH effect
Immobilized enzyme; pH dependence; Asymmetry
(Vincent, J.-C.)

Phase locking
Nonlinear dynamical system: Oscillation: Excitabil-
ity: Mulustability: Synchrenization; Phase resetting
curve (Dulos. E.)

Phase resetting curve
Nonlinear dynamical system: Oscillation; Excitabil-
ity: Multistability: Phase locking; Synchronization
(Duios. E.)

enzyme; pH effect; Asymmetry
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Phospholipid bilayer
Landau theory; Binary mixture; Quasichemical ap-
proximation; Excess free energy (Sugar. 1.P.)
Phosphorylase b
Light scattering: Enzyme aggregation (Mufioz. F.)
Phycocyanin
Diffusion; Intrinsic viscosity: Oligomeric structure;
Neurophysin: Hemoglobin: Bovine serum albumin
(Lopez Martinez, M.C.)
PK,
Diphosphoglycerate: Proton binding; Free energy
(Hobish, M.K.)
Polarizability
Proton transfer: Reaction ficld effect; Dielectric ef-
fect; Active site model (Thole, B.T.)
Poly(acrylic acid)
Raman spectroscopy: Ion binding (Xoda. S.)
Poly(dA-T) fluorescence
DNA fluorescence; Fluorescence lifetime; Excimer
fluorescence (Ballini. J.P.)
Polyelectrolyte
Diclectric response; Counterion interaction (We-
senberg. G.E.)
Pressure effect
Cyanide binding: Chloroperoxidase: Activation
volume; Hammond postulate: (Caldariomyces
Jumago) (Lambeir. A.-M.)
Protein interaction
Crystallin: Self-association: Frontal exclusion chro-
matography: Sedimentation velocity; (Bovine lens)
(Siezen, R.J.)
Protein-ligand binding
Cooperativity: Cooperativity measurement; Binding
polynomial; Hill coefficient; Binding-polynomial
root (Briggs. W.E.)
Protein modification reaction
Cooperativity; Exponential-summation equation
(Rakitzis, ET.)
Proton binding
pK,: Diphosphoglycerate; Free energy (Hobish.
M.K))
Proton-induced permeability
Black-film bilayer; Membrane current; lon channel;
Lipid order transition; Acetylcholinesterase (Kauf-
mann, K.)
Proton pump
Bacteriorhodopsin: Displacement current; Orienta-
tion; Membrane transport (Keszthelyi. L.)
Proton transfer
Reaction field effect; Polarizability; Dielectric ef-
fect; Active site model (Thole, B.T.)
Pyruvate dehydrogenase
a-Ketoglutarate dehydrogenase; Broad-zone active-
enzyme chromatography (Davis, L.C.)
Pyruvate kinase
Thermodynamics; Free energy: Dissipation (Markus.
M.)
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Quasichemical approximation
Phospholipid bilayer; Landau theory; Binary mix-
ture: Excess free energy (Sugar. I.P.)

Kaman spectroscopy
Poly(acrylic acid): Ion binding (Koda. S.)

Reaction field effect
Proton transfer: Polurirability: Dielectric effect; Ac-
tive site model (Thole. B.T.)

Reconstitution
Intermediate protamine; DNA binding: Structural
heterogeneity (Ausio, J.)

Ribonuclease A
Circular dichroism (Almog. R.)

Sedimentation velocity
Crystzilin:  Protein  interaction;
Frontal exclusion chromatography: (Bovine lens)
(Siezen, R.J.)

Self-assembling structure
Membrane formation; Statistical properties: Amphi-
polar membrane; Bilayer membrane: Chain segment
distribution (Leermakers. F.AM.)

Self-association
Crystallin; Protein interaction: Frontal exclusion
chromatography; Sedimentation velocity; (Bovine
Iens) (Siezen, R.J.)

Simplifying principles
Steady-state approximation; Singular perturbation
system: Tihonov's Theorems: Korzuhin’s Theorem
(Klonowski, W.)

Single channel
Gramicidin channel; Ca** blocking; Ca®*-gramici-
din interaction (Heitz, F.)

Singular perturbation system
Steady-state approximation; Simplifying principles:
Tihonov's Theorems: Korzuhin's Theorem (Klonow-
ski, W.)

Sink model
Critical spherical shell; Criterion equation; Enzyme-
substrate fast reaction system (Zhou. G.)

Site size analysis
lac repressor: DNA; Circular dichroism: Differential
absorption (Charlier, M.)

Size exlusion chromatography
Thermodynamic nonideality; Partition coefficient;
Hemoglobin (Minton, A.P.)

Statistical properties
Membran= formation; Amphipolar membrane;
Bilayer membrane; Chain segment distribution;
Self-assembling structure (Leermakers. F.A_M.)

Steady-state approximation
Singular perturbation system; Simplifying princi-
ples; Tihonov's Theorems: Korzuhin’s Theorem
(Klonowski, W.)

Steric repulsion
Black lipid membrane; Linear stability analysis (Gal-
lez. D.)

Self-association;
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Structural heterogeneity
Intermediate protamine; DNA binding; Reconstitu-
tion (Ausio, J.)

Synchronization
Nonlinear dynamical system; Oscillation; Excitabil-
ity; Multistability; Phase locking; Phase resetting
curve (Dulos, E.)

Thermal denaturation
G + C content: DNA (Vardapetjan, R.R.)
Thermodynamic nonideality
Ligand binding: Covolume effect (Ford. C.L.)
Partition coefficient; Hemoglobin; Size exclusion
chromatography (Minton, A.P.)
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Thermodynamics
Hemocyanin; Kinetics; Allostery (Antonini. E.)
Pyruvate kinase; Free energy; Dissipation (Markus,
M.)

Tihonov’s Theorems
Steady-state approximation; Singular perturbation
system; Simplifying principles; Korzuhin’s Theorem
(Klonowski, W.)

Tl b aic ‘L 1
Ion diffusion; Molecular dynamics simulation; Ion
specificity (Fischer, W.)

Tryptophan fluor e
Denaturation: Bacteriorhodopsin (Permyakov, E.A.)
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